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Nonpolar side chains; hydrophobic

Side chain

Methionine
(Met or M)
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Polar side chains; hydrophilic

Since cysteine is only weakly
polar, it is sometimes dassified
as a nonpolar amino acid.
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Coding region of typical uninterrupted prokaryotic gene.
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f—-globin gene B-globin gene
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) Normal red blood cells

Normal
red blood
cell (RBC) 7

RBCs flow freely
within blood vessel

@Abnormal, sickled, red blood cells
(sickle cells)

Sickle celis
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Cross-section of sickle cell

Sticky sickle cells

\\\qu red
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Sickle cell
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X E,
‘300‘ Release factor 1 binds to

the UAG termination codon
in the A site of the nbosome
and tRNAF™ |eaves

the E site.
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€ Release of the nascent polypeptide and RF-1
and transfer of tRNASY from the P site to

51 Ea
® Dissociation of the mRNA-tRNA-ribosome complex.
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